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Supplemental data, Table S, follows.



Table S.  Oligonucleotides  for EPCR gene 1 and 2 as designed by Gene2Oligo software.

R0	 TCGAGATTCGCCCAGCC
F0	 GGCTGGGCGAATCTCGAGAAAAGATTTTGTAGCCAAGACGCC
R17	 AAGTCTTTGGAGGCCATCTGAGGCGTCTTGGCTACAAAATCTTTTC
F42	 TCAGATGGCCTCCAAAGACTTCATATGCTCCAGATCTCCTACTTCC
R63	 ACACGTGATAGGGGTCGCGGAAGTAGGAGATCTGGAGCATATG
F88	 GCGACCCCTATCACGTGTGGTACCAGGGCAACGCG
R106	 TAGGTGTCCCCCCAGCGACGCGTTGCCCTGGTACC
F123	 TCGCTGGGGGGACACCTAACGCACGTGCTGGAAGG
R141	 CGTGGTGTTGGTGTCTGGGCCTTCCAGCACGTGCGT
F158	 CCCAGACACCAACACCACGATCATTCAGCTGCAGCCCT
R177	 GCTCTCGGGCTCCTGCAAGGGCTGCAGCTGAATGAT
F196	 TGCAGGAGCCCGAGAGCTGGGCGCGCACGCAGAG
R213	 GGTAGGACTGCAGGCCACTCTGCGTGCGCGCCCA
F230	 TGGCCTGCAGTCCTACCTGCTCCAGTTCCACGGC
R247	 TGCACCAGGCGCACGAGGCCGTGGAACTGGAGCA
F264	 CTCGTGCGCCTGGTGCACCAGGAGCGGACCTTGG
R281	 GCGGATGGTCAGAGGAAAGGCCAAGGTCCGCTCCTGG
F298	 CCTTTCCTCTGACCATCCGCTGCTTCCTGGGCTGTGA
R318	 AGCCCTCGGGAGGCAGCTCACAGCCCAGGAAGCA
F335	 GCTGCCTCCCGAGGGCTCTAGAGCCCATGTCTTCTTCGA
R352	 GCTCCCATTCACAGCCACTTCGAAGAAGACATGGGCTCTAG
F374	 AGTGGCTGTGAATGGGAGCTCCTTTGTGAGTTTCCGGCC
R393	 TGCCACAAGGCTCTCTCCGGCCGGAAACTCACAAAGGA
F413	 GGAGAGAGCCTTGTGGCAGGCAGACACCCAGGTCA
R431	 GGTGACCACTCCGGAGGTGACCTGGGTGTCTGCC
F448	 CCTCCGGAGTGGTCACCTTCACCCTGCAGCAGCT
R465	 GAGTGCGGTTGTAGGCATTGAGCTGCTGCAGGGTGAA
F482	 CAATGCCTACAACCGCACTCGGTATGAACTGCGGGAATTCCT
R502	 TGCACACAGGTGTCCTCCAGGAATTCCCGCAGTTCATACC
F524	 GGAGGACACCTGTGTGCAGTATGTGCAGAAACATATTTCCGCG
R542	 TTGGCTCCCTTTCGTGTTTTCCGCGGAAATATGTTTCTGCACATAC
F567	 GAAAACACGAAAGGGAGCCAAACAAGCCGCTCCTACACTT
R588	 AGATAGCGGCCGCTTACGAAGTGTAGGAGCGGCTTGT
F607	 CGTAAGCGGCCGCTATCTGTTGGGCCCTGCTGGCA
F625	  TGCCAGCAGGGCCCAAC

Suppl.–1    Mamedov et al. in Journal of Biotechnology 131 (2007)



Table S.  (continued) 

R0	 AATCTTTTCTCGAGATGTGCTCGG
F0	 CCGAGCACATCTCGAGAAAAGATTTTGTAGCCAAGACGCCTCA
R24	 CATATGAAGTCTTTGGAGGCCATCTGAGGCGTCTTGGCTACAA
F43	 GATGGCCTCCAAAGACTTCATATGCTCCAGATCTCCTACTTCCGC
R67	 ACCACACGTGATAGGGGTCGCGGAAGTAGGAGATCTGGAG
F88	 GACCCCTATCACGTGTGGTACCAGGGCCTGGGGGGA
R107	 CAGCACGTGCGTTAGGTGTCCCCCCAGGCCCTGGT
F124	 CACCTAACGCACGTGCTGGAAGGCCCAGACACCATCA
R142	 GCAAGGGCTGCAGCTGAATGATGGTGTCTGGGCCTTC
F161	 TTCAGCTGCAGCCCTTGCAGGAGCCCGAGAGCTGG
R179	 CCACTCTGCGTGCGCGCCCAGCTCTCGGGCTCCT
F196	 GCGCGCACGCAGAGTGGCCTGCAGTCCTACCTGCT
R213	 CGAGGCCGTGGAACTGGAGCAGGTAGGACTGCAGG
F231	 CCAGTTCCACGGCCTCGTGCGCCTGGTGCACCAG
R248	 AAGGCCAAGGTCCGCTCCTGGTGCACCAGGCGCA
F265	 GAGCGGACCTTGGCCTTTCCTCTGACCATCCGCTG
R282	 AGCTCACAGCCCAGGAAGCAGCGGATGGTCAGAGGA
F300	 CTTCCTGGGCTGTGAGCTGCCTCCCGAGGGCTCTA
R318	 ACTTCGAAGAAGACATGGGCTCTAGAGCCCTCGGGAGGC
F335	 GAGCCCATGTCTTCTTCGAAGTGGCTGTGTCCTTTGTGAGTTT
R357	 AGGCTCTCTCCGGCCGGAAACTCACAAAGGACACAGCC
F378	 CCGGCCGGAGAGAGCCTTGTGGCAGGCAGACACC
R395	 CACTCCGGAGGTGACCTGGGTGTCTGCCTGCCACA
F412	 CAGGTCACCTCCGGAGTGGTCACCTTCACCCTGCAGC
R430	 ATACCGGTAGGCATTGAGCTGCTGCAGGGTGAAGGTGAC
F449	 AGCTCAATGCCTACCGGTATGAACTGCGGGAATTCCTGGA
R469	 ACATACTGCACACAGGTGTCCTCCAGGAATTCCCGCAGTTC
F489	 GGACACCTGTGTGCAGTATGTGCAGAAACATATTTCCGCGGA
R510	 GTTTGGCTCCCTTTCGTGTTTTCCGCGGAAATATGTTTCTGC
F531	 AAACACGAAAGGGAGCCAAACAAGCCGCTCCTACACTTCG
R552	 TCGCTAGCGGCCGCTTACGAAGTGTAGGAGCGGCTT
F571	 TAAGCGGCCGCTAGCGAGGAGTAGCTGCTTCCCGT
F588	 ACGGGAAGCAGCTACTCC
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