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Figure 11. Neighbor joining tree for the 16 barcodes of Tragosoma included in the dataset; each record with
province or state of origin, GenBank accession number, and sample ID. Full length sequences (658 base pairs)
analyzed, unless otherwise indicated in parentheses.
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Table 1. Summary of ratios of Length of antennomere 3/Length antennomere 4 (LLA-3/LLA-4) calculated for samples
of males and females of five species of Tragosoma.

ratio range ratio mean 1 standard deviation n
T. depsarium & 1.290 - 1.550 1.395 0.076 10
T. harrisii & 1.259-1.464 1.347 0.041 50
T. nigripenne & 1.228-1.333 1.287 0.031 14
T. soror & 1.027 -1.213 1.105 0.045 21
T. spiculum & 1.087 -1.219 1.152 0.032 30
T. depsarium ¥ 1.416-1.744 1.567 0.084 17
T. harrisii ¢ 1.388 - 1.643 1.491 0.059 50
T. nigripenne ¢ 1.375-1.474 1.422 0.041 8
T. soror © 1.144 -1.367 1.257 0.057 20
T. spiculum ¢ 1.214 -1.347 1.274 0.046 6
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