[bookmark: _GoBack]Supplemental Figure 1 Eigenvector plot showing animal relatedness and phenotypic distribution. Animals genotyped were chosen to capture the spread of relatedness (genetic diversity) among sires and lambs within the high and low FEC EBV categories. 


Eigenvector Plot Showing High and Low FEC EBV

Sire High	9.1526999999999997E-2	0.131687	7.2371000000000005E-2	9.9556000000000006E-2	-0.129581	-0.31289899999999998	-8.8830999999999993E-2	-0.14183200000000001	Sire Low	0.27206000000000002	0.28961500000000001	0.12414	0.49422100000000002	0.14353299999999999	0.76363999999999999	0.491672	-0.100831	-1.3055000000000001E-2	-0.121965	0.120948	-0.30327100000000001	0.36005700000000002	-9.2379999999999997E-3	Lamb High	0.10710600000000001	8.0918000000000004E-2	8.0918000000000004E-2	7.6144000000000003E-2	7.6327000000000006E-2	8.0349000000000004E-2	8.4042000000000006E-2	8.3364999999999995E-2	8.2976999999999995E-2	8.7802000000000005E-2	4.9313000000000003E-2	4.4200000000000003E-2	6.0920000000000002E-2	4.3173999999999997E-2	4.1433999999999999E-2	0.114774	0.11352	6.5223000000000003E-2	6.4593999999999999E-2	6.4643999999999993E-2	6.4643999999999993E-2	6.7096000000000003E-2	8.0514000000000002E-2	8.0044000000000004E-2	8.0545000000000005E-2	8.9678999999999995E-2	9.5849000000000004E-2	9.9404000000000006E-2	9.6124000000000001E-2	9.6756999999999996E-2	7.7479000000000006E-2	7.7479000000000006E-2	8.5343000000000002E-2	8.4559999999999996E-2	8.3699999999999997E-2	8.3738000000000007E-2	8.7403999999999996E-2	8.7336999999999998E-2	8.9760000000000006E-2	8.9954999999999993E-2	6.9979E-2	0.104807	0.10468	9.9134E-2	9.9134E-2	0.10267999999999999	0.26735399999999998	0.12405099999999999	0.122723	5.4219999999999997E-2	5.9998000000000003E-2	0.26438	0.28328700000000001	0.282586	0.27534900000000001	0.26463599999999998	0.26452700000000001	0.26927200000000001	4.1578999999999998E-2	4.1981999999999998E-2	6.9825999999999999E-2	7.3249999999999996E-2	8.6839E-2	4.0250000000000001E-2	6.0177000000000001E-2	6.0177000000000001E-2	7.4131000000000002E-2	7.5836000000000001E-2	5.9082999999999997E-2	5.9461E-2	9.2657000000000003E-2	9.0608999999999995E-2	0.104655	0.101997	9.9675E-2	0.10224999999999999	0.10224999999999999	8.9117000000000002E-2	-4.8117E-2	-0.19342699999999999	-0.19342699999999999	-0.183757	-0.18451699999999999	-0.18509999999999999	-0.19464899999999999	-0.19015099999999999	-0.196099	-0.21831400000000001	-6.9768999999999998E-2	-6.6345000000000001E-2	-8.2998000000000002E-2	-6.4618999999999996E-2	-6.1774000000000003E-2	-9.2908000000000004E-2	-9.8625000000000004E-2	-9.2564999999999995E-2	-9.8545999999999995E-2	-9.8949999999999996E-2	-9.8949999999999996E-2	-9.6704999999999999E-2	-0.19373099999999999	-0.193581	-0.194913	-0.107881	-0.11226999999999999	-0.11665300000000001	-0.11537699999999999	-0.11698600000000001	-4.2548999999999997E-2	-4.2548999999999997E-2	-0.19322900000000001	-0.19062299999999999	-0.20022799999999999	-0.20008100000000001	-0.21328800000000001	-0.212116	-0.218392	-0.219275	-9.0762999999999996E-2	-0.13727800000000001	-0.13978499999999999	-0.130333	-0.130333	-0.13084799999999999	4.3672999999999997E-2	-0.124773	-0.179564	-6.9696999999999995E-2	-8.344E-2	5.1317000000000002E-2	4.9078999999999998E-2	5.2034999999999998E-2	5.2378000000000001E-2	3.2106000000000003E-2	3.0786000000000001E-2	4.6131999999999999E-2	-4.5220999999999997E-2	-4.5039999999999997E-2	-7.7037999999999995E-2	-8.4475999999999996E-2	-0.119947	-4.2687999999999997E-2	-8.4722000000000006E-2	-8.4722000000000006E-2	-8.0159999999999995E-2	-8.3859000000000003E-2	-8.1805000000000003E-2	-8.1964999999999996E-2	-0.113625	-0.110169	-0.143097	-0.13961100000000001	-0.135236	-0.14249600000000001	-0.14249600000000001	-0.12327	Lamb Low	0.123677	0.121443	0.119912	0.20025399999999999	9.3160000000000007E-2	0.10601099999999999	0.10601099999999999	0.108376	0.10685799999999999	0.104682	0.104682	0.108834	0.108834	0.107909	0.109475	0.10596700000000001	0.10596700000000001	9.2499999999999999E-2	9.0991000000000002E-2	9.2910999999999994E-2	0.111334	0.103296	0.104438	0.114546	0.113251	0.115464	0.28045599999999998	0.280777	0.27924700000000002	0.25670599999999999	0.26714700000000002	0.26757799999999998	0.26065100000000002	0.154197	9.0717999999999993E-2	0.10094599999999999	8.9940000000000006E-2	0.159443	0.15406300000000001	0.145895	0.15826599999999999	0.155781	0.16136600000000001	0.16136600000000001	0.17988199999999999	0.17988199999999999	0.17205000000000001	0.166542	0.166542	9.6225000000000005E-2	0.1018	0.104334	0.104273	0.15384	0.15928999999999999	0.15928999999999999	0.166992	0.156248	0.165934	0.16139200000000001	0.16290499999999999	0.15906500000000001	5.8105999999999998E-2	0.13342899999999999	0.133327	6.4863000000000004E-2	8.7381E-2	0.27979599999999999	0.27809600000000001	0.27594099999999999	0.27594099999999999	0.27590100000000001	0.27136399999999999	0.28787299999999999	0.27313399999999999	0.28551300000000002	0.26224500000000001	0.13373399999999999	0.12767000000000001	0.12286999999999999	0.11808	0.259436	0.25854300000000002	0.25854300000000002	0.27970600000000001	0.27517200000000003	0.28541699999999998	0.28541699999999998	0.28541699999999998	0.28199200000000002	0.28056999999999999	0.28056999999999999	0.30182599999999998	0.302286	0.29779899999999998	0.29779899999999998	0.29087299999999999	0.28969800000000001	6.1543E-2	0.14342099999999999	0.14496999999999999	0.13605200000000001	0.140072	0.15421000000000001	0.11451699999999999	0.112749	0.112749	0.110059	0.111236	0.109776	0.113008	0.113451	0.36642200000000003	0.36210399999999998	0.37143399999999999	0.371504	0.371504	0.371504	0.36691499999999999	0.36708299999999999	0.37056499999999998	0.37056499999999998	0.37241800000000003	0.38029200000000002	0.380546	0.38638400000000001	0.38655099999999998	0.378911	0.378911	0.36800300000000002	0.385189	0.38518999999999998	0.369589	0.383465	0.38362800000000002	0.37460399999999999	0.37460399999999999	0.37413000000000002	0.37381700000000001	0.37381700000000001	0.370286	0.370286	0.38211099999999998	0.38192500000000001	0.37895800000000002	0.37895800000000002	0.37896299999999999	0.37733	0.37733	0.36840000000000001	-5.6849999999999998E-2	-5.7291000000000002E-2	-5.5586999999999998E-2	7.5110000000000003E-3	-0.24188599999999999	-0.25250800000000001	-0.25250800000000001	-0.259328	-0.25354199999999999	-0.24041299999999999	-0.24041299999999999	-0.26395800000000003	-0.26395800000000003	-0.25145200000000001	-0.25729200000000002	-0.25765900000000003	-0.25765900000000003	-0.24997	-0.23080899999999999	-0.21165600000000001	-0.27323500000000001	-0.25286399999999998	-0.24910399999999999	-9.2603000000000005E-2	-0.10756499999999999	-0.100936	5.2254000000000002E-2	5.3615000000000003E-2	4.8562000000000001E-2	4.4991000000000003E-2	5.0088000000000001E-2	5.1478999999999997E-2	3.0214000000000001E-2	-3.5824000000000002E-2	-0.22168199999999999	-0.25785999999999998	-0.110626	-0.16947999999999999	-0.16451299999999999	-0.15326500000000001	-0.16720299999999999	-0.16472500000000001	-0.187024	-0.187024	-0.19423799999999999	-0.19423799999999999	-0.17505799999999999	-0.181281	-0.181281	-0.110953	-0.122989	-0.120889	-0.121834	-0.16167300000000001	-0.15839600000000001	-0.15839600000000001	-0.17446400000000001	-0.16056999999999999	-0.181036	-0.165963	-0.16425899999999999	-0.162462	-3.6005000000000002E-2	-0.113667	-0.115929	-0.16428599999999999	-0.22398000000000001	4.3619999999999999E-2	4.6158999999999999E-2	4.8773999999999998E-2	4.8773999999999998E-2	4.1806999999999997E-2	4.0429E-2	4.5415999999999998E-2	2.9944999999999999E-2	3.6013000000000003E-2	2.5009E-2	-0.14805499999999999	-0.209448	-0.17716699999999999	-0.16612099999999999	1.1057000000000001E-2	-1.1044999999999999E-2	-1.1044999999999999E-2	-1.6360000000000001E-3	-4.6360000000000004E-3	7.3299999999999997E-3	7.3299999999999997E-3	7.3299999999999997E-3	8.1630000000000001E-3	-1.8973E-2	-1.8973E-2	6.8329999999999997E-3	8.1720000000000004E-3	-8.3700000000000007E-3	-8.3700000000000007E-3	-8.8599999999999996E-4	-1.3638000000000001E-2	-6.7724000000000006E-2	-0.17413600000000001	-0.175593	-0.16200000000000001	-0.16827600000000001	-0.17785300000000001	-0.21352699999999999	-0.22103500000000001	-0.22103500000000001	-0.206951	-0.210535	-0.202345	-0.21982099999999999	-0.218301	0.12533900000000001	0.14566999999999999	0.11546099999999999	0.157829	0.157829	0.157829	0.144654	0.145902	0.14846899999999999	0.14846899999999999	0.13492299999999999	0.13203500000000001	0.13331000000000001	0.139987	0.141235	0.143285	0.143285	0.13197300000000001	0.145707	0.144534	0.13520299999999999	0.142267	0.143508	0.13930899999999999	0.13930899999999999	0.145483	0.14416000000000001	0.14416000000000001	0.13630999999999999	0.13630999999999999	0.14322599999999999	0.14197100000000001	0.14550299999999999	0.14550299999999999	0.13295499999999999	0.13744899999999999	0.13744899999999999	0.13483800000000001	Lamb High Genotype	8.3364999999999995E-2	4.1433999999999999E-2	8.0044000000000004E-2	9.9404000000000006E-2	7.7479000000000006E-2	8.3738000000000007E-2	0.104807	0.26735399999999998	4.1981999999999998E-2	7.3249999999999996E-2	7.4131000000000002E-2	0.101997	-0.19015099999999999	-6.1774000000000003E-2	-0.193581	-0.11665300000000001	-4.2548999999999997E-2	-0.20008100000000001	-0.13727800000000001	4.3672999999999997E-2	-4.5039999999999997E-2	-8.4475999999999996E-2	-8.0159999999999995E-2	-0.13961100000000001	Lamb Low Genotype	0.119912	0.20025399999999999	0.10685799999999999	0.28045599999999998	9.0717999999999993E-2	0.16136600000000001	9.6225000000000005E-2	0.15384	0.13342899999999999	8.7381E-2	0.27313399999999999	0.13373399999999999	0.12286999999999999	0.28541699999999998	0.14342099999999999	0.111236	0.36840000000000001	0.36840000000000001	-5.5586999999999998E-2	7.5110000000000003E-3	-0.25354199999999999	5.2254000000000002E-2	-0.22168199999999999	-0.187024	-0.110953	-0.16167300000000001	-0.113667	-0.22398000000000001	2.9944999999999999E-2	-0.14805499999999999	-0.17716699999999999	7.3299999999999997E-3	-0.17413600000000001	-0.210535	0.13483800000000001	Eigenvector 1


Eigenvector 2




